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Supplementary Figure S1: Expression and activity of Nkx6.2 and Cre in Nkx6.2-Cre/ R26R-YFP 

transgenic embryos. Expression at E10.5 (A, B) and E11.5 (C, D). (E) Activation of the YFP 

reporter gene at E11.5. Scale bar: 300 µm. 

 

Supplementary Figure S2:  Strategy for generation of transgenic mice expressing Cre under 

control of the Nkx6.2 gene. (A) Structure of the unmodified genomic BAC used for generation of 

the Cre transgene. (B) Modification of the genomic BAC containing the Nkx6.2 gene by insertion 

of Cre-polyA within the first coding exon.    

 

Supplementary Figure S3:  Activity of Cre recombinase in Gsh2-Cre/ Nkx2.1-Cre/ R26R-YFP 

and Emx1-Cre/ Dbx1-Cre/ R26R-GFP transgenic embryos. (A-D) Expression of YFP in E12.5 

Gsh2-Cre/ Nkx2.1-Cre/ R26R-YFP transgenic embryos at four rostro-caudal levels. YFP 

expression is confined to the subpallial telencephalon. (E-H) Expression of GFP in E12.5 Emx1-

Cre/ Dbx1-Cre/ R26R-GFP transgenic embryos at four rostro-caudal levels. GFP expression is 

confined to the pallial telencephalon. (I-L) High magnification images of the areas shown in red 

boxes in B, D and F. Scale bar:  (A-H) 350 µm, (I-L) 80 µm. 

 

Supplementary Figure S4:  Expression of Gsh2 and Cre and activation of YFP expression in 

Gsh2-Cre/ R26R-YFP transgenic embryos. (A-C, G-I and M-O) Expression of Gsh2 and YFP in 

E12.5 Gsh2-Cre/ R26R-YFP transgenic embryos. (D-F, J-L and P-R) Expression of Cre and YFP 

in E12.5 Gsh2-Cre/ R26R-YFP transgenic embryos. Expression of Cre recapitulates the 

endogenous Gsh2 expression but it is generally weaker and patchy, resulting in patchy activation 

of YFP at this age. Scale bar: (A-R) 60 µm. 

 

Supplementary Figure S5: The contribution of Gsh2-Cre-expressing precursors to interneuron 

populations expressing CB, CR, PV, NPY or SST in the motor and somatosensory cortex. The 

extent of co-localization between YFP and each of the five markers in adult Gsh2-Cre/ R26R-YFP 

transgenic mice was quantified and the data are presented as % of the total number of cells 

expressing each of the five markers.  


