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Supplemental Figure 1.  SpH expression does not perturb synaptic function.   

 A-C, Representative intracellular muscle fiber recordings from wild type mice and 

spH expressing littermates (Tg SpH).  A, Representative traces of spontaneous 

miniature endplate potentials (mEPPs).  Total duration of each trace is 10 seconds.  

Scale bars, 0.5 mV, 50 ms.  B, Representative traces of evoked endplate potentials 

(EPPs).  Scale bars, 5 mV, 5 ms.  C, Pairs of EPPs delivered 10 ms apart to measure 

paired-pulse facilitation (PPF).  Scale bars, 5 mV, 5 ms.  D-H, Quantification of 

electrophysiological data from wild type (open bars) and Tg SpH mice (black bars).  N = 

5 mice, 19 cells (wild type); 5 mice, 23 cells (Tg SpH).  There were no significant 

differences in mEPP amplitude (D, wt = 0.40 ± 0.03 mV; Tg SpH = 0.46 ± 0.01 mV; p = 

0.13) or frequency (E, wt = 0.92 ± 0.12 Hz; Tg SpH = 1.14 ± 0.12 Hz; p = 0.20), EPP 

amplitude (F, wt = 25.0 ± 1.6 mV; Tg SpH = 26.8 ± 2.5 mV; p = 0.57), quantal content 

(G, wt = 103.3 ± 10.5; Tg SpH = 93.4 ± 7.9; p = 0.45), or paired pulse facilitation (H, wt 

= 1.04 ± 0.02; Tg SpH = 1.00 ± 0.03; p = 0.31).  Tests for significance were performed 

using two-tailed Student’s t-test. 

 

Supplemental Figure 2.  Proximal to distal distribution of intensity ‘hotspots’ 

along terminal branches of ΔFstim/ΔFNH4Cl images (see Fig. 5D, asterisks).   

 A, Mean number of hotspots per 5 µm segment.  Distances are measured along 

each branch beginning from the point of pre-terminal motor axon entry.  There were no 

significant differences between any segments (0-5 µm, 1.21 ± 0.38; 5-10 µm, 2.07 ± 

0.44; 10-15 µm, 1.92 ± 0.40; 15-20 µm, 1.78 ± 0.37; 20-25 µm, 1.86 ± 0.52; all p values 

> 0.05; n = 15 terminals examined).  B, Mean density (number per µm) of hotspots per 

10 µm segment. No significant differences were seen (0-10 µm, 0.33 ± 0.08; 10-20 µm, 

0.37 ± 0.07; 20-30 µm, 0.37 ± 0.09; p > 0.05). 


