
Supp. Movie 1.  

Movie of a GFP-DAT N2A cell using TIRFM: Cell was perfused for 120 sec with KRH (last 20 

sec shown, -20 to 0 sec) followed by 120 sec of 5 µM amphetamine (0 – 120 sec). Pseudocolored 

imaging is used to demonstrate increase in fluorescence intensity.   

 

Supp. Figure 1.  

Dopamine-induced DAT trafficking to the plasma membrane is D2R independent.  A, 

Quinpirole-induced [3H]dopamine uptake. [3H]Dopamine (DA) uptake (5 min) was measured 

following a 15 min treatment with vehicle (KRH) or 10 µM quinpirole. Data are expressed as 

pmol DA per mg protein. Error bars represent SEM.  B, TIRFM - Image J quantitation of GFP-

DAT N2A cells. Cells were pretreated for 2 min with KRH (white and black bars) or 10 µM 

sulpiride (checkered bars) before addition of 10 µM dopamine (DA, white bars, n = 15), 10 µM 

sulpiride (black bars, n = 5), or 10 µM sulpiride + 10 µM DA (checkered bars, n = 10) at  t = 0. 

Error bars represent SEM. Comparing across 3 drug groups, p < 0.0001 for drug and time by 2-

way ANOVA. *p < 0.001 by post-hoc Bonferroni for sulpiride + DA v. 10 µM sulpiride at 120 

sec. No significant difference between 10 µM DA and sulpiride + DA treatment at any time 

point. Comparing time points within each group, #p <0.01 by 2-way ANOVA and post-hoc 

Bonferroni for 10 µM DA at t = 0 v. 60 sec and p < 0.001 for 10 µM DA at t = 0 v. 120 sec.  

 

Supp. Table 1.  Effect of D2R-overexpression in GFP-DAT N2A cells - TIRFM analysis. GFP-

DAT N2A cells were transiently transfected with empty vector or D2R short DNA. Cells were 

perfused with 120 sec of KRH followed by 120 sec of 10 µM dopamine and finally 60 sec of 

KRH. The table depicts the mean arbitrary fluorescent units (AFU) at the time of drug addition 

(0 min), and 1 and 2 min after drug addition. No statistical difference was found between the two 

curves by 2-way ANOVA and post-hoc Bonferroni analysis. 


