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Supplemental Figure 1. Loss of Notch1 from nestin-expressing cells does not affect 

cell fate. a. Morphological assessment of YFP+ cells approximates phenotypic analysis. The 

number of YFP+ cells that are Type-1 NSCs 90d post-TAM, identified either by phenotype 

(“GFAP+” = GFAP+YFP+S100β- cells; see Figure 2b) or morphology (“Type-1”; see Table 1 

for morphological criteria). b. The proportion of YFP+ cells that are Type-1 NSCs 90d post-

TAM, identified either by phenotype (GFAP+) or morphology (Type-1). c. Example of YFP+ 

Type-1 cell identified by morphology. d. The number of YFP+ cells that are neurons, 

identified either by marker (“NeuN+” = NeuN+YFP+ cells; see Figure 2d) or morphology 

(“Neuron”; see Table 1 for morphological criteria). e. The proportion of YFP+ cells that are 

neurons 90d post-TAM, identified either by marker (NeuN+) or morphology (Neuron). f. 

Example of YFP+ granule cell neuron identified by morphology. a-e: *p<0.05, t-test; n=3-4 

per group. Scale bar: c (applies to f), 20 µm. g. The proportion of YFP+ cells that are TAP 

(Ki67+DCX-) differed significantly between genotypes, irrespective of the time post-TAM. h. 

The proportion of YFP+ neuroblasts (Ki67+DCX+) differs in Notch1 iKO mice compared to 

WT littermates, irrespective of the time post-TAM.  i. The proportion of YFP+ cells that are 

immature neurons (Ki67-DCX+) is not changed in Notch1 iKO mice. j. The proportion of 

proliferating YFP+ cells is significantly diminished in Notch1 iKO mice at extended times post-

TAM. h. The proportion of YFP+ cells becoming neurons is not affected in Notch1 iKO mice. 

g-k: *p<0.05, **p<0.01  and ***p<0.001 vs WT, Bonferroni post-hoc; n=3-7 per group. 
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Supplemental Figure 2. Running restores neuroblast proliferation in Notch1 iKO mice.  

a-b. Neither WT or Notch1 iKO mice single-housed in a cage with a locked running wheel 

differed in total YFP+ cell number from mice group-housed in a standard cage (naïve). * 

p<0.05,  vs Naive, Bonferroni post-hoc; n=3-7 per group. j. 30 days of running normalized the 

proportion of proliferating YFP+ cells in Notch1 iKO mice to WT levels. k. There were no 

significant changes in the proportion of YFP+ cells that became neurons after 30 days of 

running. l-m. 30 days of running specifically rescued the neuroblast (Ki67+DCX+) proportion 

of YFP+ cells in Notch1 iKO mice. #<0.1, *p<0.05, **p<0.01 and ***p<0.001 vs WT; n=3-

11/group. 

 

 



   

Supplemental Table 1. Statistical results, proportional analysis. 

Proportion of YFP+ 

cells 

Figure Interaction ANOVA 

Statistics 

p Value 

YFP+GFAP+ Cells S-Figure 1b N/A, student’s t-test --- p=ns 

YFP+ Type-1 NSCs S-Figure 1b N/A, student’s t-test --- p=ns 

YFP+NeuN+ Cells S-Figure 1e N/A, student’s t-test --- p=ns 

YFP+ Neurons S-Figure 1e N/A, student’s t-test --- p=ns 

YFP+Ki67+DCX- 

Cells 

S-Figure 1g genotype X time 

genotype 

F3,26=0.33 

F1,26=7.14 

p=ns 

p=0.01 

YFP+Ki67+DCX+ 

Cells 

S-Figure 1h genotype X time 

genotype 

F3,28=1.2 

F1,28=7.25 

p=ns 

p=0.01 

YFP+Ki67-DCX+ 

Cells 

S-Figure 1i genotype X time F3,28=0.09 p=ns 

YFP+Ki67+ Cells S-Figure 1j genotype X time F3,19=3.51 p=0.035 

YFP+DCX+ Cells S-Figure 1k genotype X time F3,19=0.57 p=ns 

 

YFP+Ki67+ Cells S-Figure 2c genotype X running F1,22=11.59 p=0.0025 

YFP+DCX+ Cells S-Figure 2d genotype X running F1,22=0.77 p=ns 

YFP+Ki67+DCX- 

Cells 

S-Figure 2e genotype X running 

genotype 

F1,19=0.14 

F1,19=7.75 

p=ns 

p=0.012 

YFP+Ki67+DCX+ 

Cells 

S-Figure 2f genotype X running F1,22=7.21 p=0.014 

YFP+Ki67-DCX+ 

Cells 

S-Figure 2g genotype X running 

running 

F1,22=0.27 

F1,22=4.78 

p=ns 

p=0.04 
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